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Translation: RNA to Protein

 Finish transcription

* The genetic code

» Translation to protein
— Initiation
— Elongation
— Termination
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DNA --> RNA --> Protein
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Sequence in mANA

mRNA is read 5’ to 3’

The code is a triplet code

— the new boy saw the big cat eat the hot dog
» The first evidence for triplet code came from
deletion experiments
— the new boy saw the big cat eat the hot dog
— the neb oys awt heb igc ate att heh otd og

« Partial function could be restored by an
insertion nearby
— the new boy saw the big cat eat the hot dog
— the neb oys aaw the big cat eat the hot dog
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The code is a triplet code
e ...or by two more deletions to get it back

into the correct “reading frame”

— the new boy saw the big cat eat the hot dog
— the neb oys awt heb igc ate att heh otd og
— the neb osa wte big cat eat the hot dog




Deciphering the Code

* Your book tells how people used synthetic mRNAs
and in vitro translation to determine decipher the
codons.

* Examples
— UUUUUUUUUUU -> phenylalanine only

— UCUCUCUCUCU -> Mixture of leucine and serine
Why is it a mixture?
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the same amino
acid
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First mRNA base (5 end)

The code is redundant
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Third mRNA base (3 end)

The code is comma free

* No punctuation between words.
— Therefore deletions cause frameshifts

« It does have start and stop signals,
however.

— Start: AUG
— Stop: UAG, UAA, UGA

Translation: the basic concept
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The ribosome is the *

machine that builds
the polypeptide

tRNA serves as an
“adaptor” that
brings the correct
amino acid to each
codon.
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